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® : GCCGGRATAGTRGGRACHGC Aal"‘"': cTaATRCGEecRernETARGE A CBeGClC TTTA-&E&-\ATGIQATE\JTE&-L acclcaTeefrrEcTantiaT
% 1 GCCGEAATAGTTGGAACCGCACTARGCCTTCTARTCCGTGE “GRAATTAAGTCAACCAGGCG CAATGTCATCGTCACAGCGCATGCCTTTGTAATGAT
1 G- GEAATAGTTGEAACCGCACTAAGCCTT-TAATCCGTGCCGAATTAAGT - AACCAGGCG. :rmrrr' CAATGTCATCGTCACAGCGCATGCCTTIGTAATGAT
@ 1 SCCGEAATAGTTGGAACCGCACTARGCCTTCTARTCCGTGCCGAATTARGTCARCCAGGCG CCARATTTACAATGTCATCGTCACAGCGCATGCCTTTGTAATGAT
® 1 GCCGGAATAGTTGGAACCGCACTAAGCCTTCTAATCCGTGCCGARTTAAGTCAACCAGGCE! CCARATTTACAATGTCATCGTCACAGCGCATGCCTTTGTAATGAT
@ 151 trrcTTTATAGTARTECCARTRATAATTGEAGCHTTTGEM AR cTelc TileTaccliSTAnToRT G oG ATEGC T8
(@ 151 TTICTITATAGTAATACCAGTAATAATTGGAGGATITGGCAACTGGCTCGTGCCGTTARTGATCGGCGCCCCAGACATAG GCTGGC
(® 151 TTICTTTATAGTAATACCAGTAATAATTGGAGGATTTGGCAACTGGCTCGTGCCGTTAATGATCGE! ACATAG GCTGGCCTCC
@ 151 TTITCTITTATAGTRATAC -A”TM{TMTTGG GGATTTGGCAACTGGCTCGTGCCGTTAATGATCGG ACATAG “‘ATAAG"TT T’“ “TTTTA““Z’ ATCATTCCTITC TT TC-: GGCCTCCTC
(® 151 TTTCTTTATAGTAATACCAGTAATAATTGGAGGATTTGGCAACTGGCTCGTGCCGTTAATGATCGG! ACATAG CARTARACAACATAAGCTTCTGACTTTTACCACCATCATTCCTTCTTCTGOTRCCTCOTC
@ s01 cacercBacieTRTATCCRC e TR cRecRanReTEGC ST ._vn"m RIacBATCTIETCBCTRC AETE’E cGEETETCATCRA TR TAGGRGCHATTAATTTTATTAC
@ 301 AGGTTGAACCGTATATCCTCCTCTAGCTGGAAACTTAG CATCTGTTGACCTGACAATCTTTTCACTTCACCTTIGCAGGGATTTCATCAATCCTAGGGGCCATTAATTTTATTAC
301 AGGTTGAACCGTATATCCTCCTCTAGCTGGAAACTTAG CATCTGTTGACCTGACAATCTTTTCACTICACCTTGCAGGGATTTCATCAATCCTAGGGGCCATTAATTTTATTAC
@ 301 AGGTTGAACCGTATATCCTCCTCTAGCTGGAAACTTAGE CATCTGTTGACCTGACARTCTTTTCACTICACCTTGCAGGGATTTCATCAATCCTAGGGGCCATTARTTTTATTAC
® 301 CAGGTTGAAC GCTGGAAACTTAGC CATCTGTIGACCTGACAATCTTTTCACTICACCTTGCAGGGATTTCATCAATCCTAGGGGCCATTAATTTTATTAC
@ 451 BacBarTtartanBatRasBccBocTeccaT, _E GTATGARCRGTIETA R TaccecBeTRcTacTRC T TATCCC TR CRG TR THGCBGCRGERATRACAATACTTCTARCRGACCGAAARETAAR
(2) 451 TACAATTATTARTATGRAAGCCGCCTGCCATTACACA GTATGAGCTGTTITAGTTACCGCTGTICTACTACTICTATCCCTGCCAGTCCTAGCTGCAGGTATTACARTACTICTAACTGACCGRARTTTARA
451 TACAATTATTAATATGAAGCCGCCTGCCATTACAC GTATGAGCTETTTTAGTTACCGCTETTCTACTACTICTATCCOTG CAGTCCTAGCTECAGGTATTACAATACTICTAACTGACCGARRTTTARA
(@) 451 TACAATTATTAATATGAAGCCGCCIGCCATTACAC GTATGAGCTGTTTTAGTTACCGCTGTICT CAGTCCTAGCTGCAGGTATTACAATACTTCTAACTGACCGARATITAAR
(® 451 TACAATTATTAATATGAAGCCGCCTGCCATTACAC GTATGAGCTGTTTTAGTTACCGCTGTICT AGTCCTAGCTGCAGGTATTACAATACTTCTAACTGACCGAAATTTAAA
@ 601 EBacanccTTCTTTGACCCTGCRGERGEMeGRGAC TTC
Q) 601 TACAACCTICTITGACCCTGCAGGGGGTGEAGAC ATTC
601 TACAACCTTCTTTGACCCTGCAGGGGGTGGAGAC CTATTC
@ 601 TACAACCTICTTIGACCCTGCAGGGGGTGGAGAC CTATTC
(5 601 TACAACCTTCITTGACCCTGCAGGGGGTGGAGACCCARTCC CCTATTC
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