Fig.6 Sequence analysis of Cytochrome b (cytb) of LAH2 and LAH3
(The region of cytb to distinguish subspecies of Pelophylax in Fig.4)

Dcytb sequence of Pelophylax nigromaculatus  https://www.ncbi.nlm.nih.gov/nuccore/KT878718.1

@RCB1735 LAH2 Lot.1 :Result of distributed LAH2 cells (Lot.1): deposited as Pelophylax nigromaculatus origin
®RCB1735 LAH2 TK :Result of LAH2 cells immediately after deposition

@RCB1734 LAH3 Lot.1 :Result of distributed LAH3 cells (Lot.1): deposited as Pelophylax porosus brevipodus origin
®RCB1734 LAH3 TK  :Result of LAH3 cells immediately after deposition

®cytb sequence of Pelophylax porosus brevipodus  https://www.ncbi.nlm.nih.gov/nuccore/AB980777.1

@ 1 ccreeTeeeReTCTGCTTAATTGCECARATCG CGGCTTATTCCTAGCCATGCACTARACAGCCGRARNACATCCCETGCATTRTCATC ARGTTAATAACGGETGACTCCTACGARACCTTCASGCCAA 150
(2 1 CCTCCTCGGGGTCIGCTTAATIGCTCAAATCG GGCTTATICCTAGCCATGCACTACACAGCCGACACATCCCTTGCATTTIC GTTAATAACGGTTGACTCCTACGARACCTICATGCCAA 150
1 CCTCCTCGGGETCTGCTTAATTGCTCAAATCG GGCTTATTCCTAGCCATGCACTACACAGCCGACACATCCCTTGCATTIT GTTAATAACGGTTGACTCCTACGAAACCTTCATGCCAA 150
@4 1 CCICCTCGGGGTICTGCTTAATTGCICARATCG "GGCTTATTCCTAGCCATGCACTACACAGCCGACACATCCCTTGCATTTTC CGTTAATAACGGTTGACTCCTACGARACCTTCATGCCAA 150
1 CCTCCTCGGGGTCTGCTTAATTGCTCAAATCG CGGCTTATTCCTAGCCATGCACTACA GACACATCCCTTGCATTTIC CGTTAATAACGGTTGACTCCTACGAAACCTTCATGCCAA 150
® 1 CCTCCTCG CTGCTTAATTGCTCRAATCG CGGCTTATTCCTAGCCATGCACTACACAGCCGACACATCCCTTGCATTTTCATC \CGTTAATAACGGTTGACTCCTACGAAACCTTCATGCCAR 150
@ 151 CGGCGCATCTTTRITCTIHATCTG GGT GGCTCCTACCTCTABAARGAAACCTGAAACATTGGCGT AT ECTRRT GTCATAGCCACEGCCTTTGTAGGCTARGTCCT 300
(@ 151 CGGCGCATCTTTCTTICTTCATCIG GGTC GGCTCCTZ TGAAACATTGGCGTIGTTCTAC GTCATAGCCACTGCCTTIGTAGGCTACGTCCT 300
CGGCGCATCTTTCTTICTICATCIG GGTC "GGC GGCGTTGTICTAC GTCATAGCCACTGCCTTIGTAGGCTACGTCCTCC 300
@ CGCATCTTTCTICTTCATCTG \GGTC "GGC GGCGTTGTICTACTGCTTTTAGTICA ACTGCCTTTGTAGGCTACGTCCTCC 300
® CGCATCTTTCTTICTTCATCTG \GGTC “GGC GGCGTTGTTCTACTGCTITTAGTCATAGCCACTGCCTTTGTAGGCTACGTCCTCCCTIG 300
GCATCTTICTICTICATCTIG GGT GG GGCGTTGTTCTACTGCTTTTAGTCATAGCCACTGCCTTTGTAGGCTACGTCCTCCCTTIG 300
@ TGAGGCGCCACAGTCATTACEAARCTRCTATCAG TAC GAECTAGTICAATGAATTTGAGGRGGCTTCTICA GCEac G ACTTCATRCT 450
CTGAGGCGCCACAGTCATTACTAACCTTCTATCAGE CTAC GATCTAGTTCAATGAATTTGAGGGGGCTTCTICA CGCTAC "GGTTCTT CACTTCATCCT 450

% CTGAGG CAGTCATTACTAACCTTCTATCAG TAC GATCTAGTTCAATGAATTTGAGGG CTCA CGCTA CGG CACTTCATCCT 450
@ \GGC CTGR CCACAGTCATTACTAACCTTCTATCAGC “CTAC \GATCTAGTTCAATGAATTTGAGGG CTCR CGCTA GG \CTTCATCCT 450
(5) 301 AGGCCAAATATCCTICTGAGGCGCCACAGTCATTACTAACCTTICTAICAGC TAC GATCTAGTTCAATGAATTTGAGGGGGCTICTICA GCTA GG ACTTCATCCT 450
301 AGGCCAAMATATCCTTCTGAGGCGCCACAGTCATTACTAACCTICTATCAGC TAC GATCTAGTTCAATGAATTTGAGGGG TCA GCTA GG ACTTCATCCT 450
@ CCCCTTRATRATTGCAGCRGE CTCTTTCTTCACCARACHGGETCCTCTAACCCAACAGGARTARARTC 559
CCCTTCATCATTGCAGCGGS TCCTCTTTCTTICAC GATCCTCT. TTARACTC 559

% CCTTCATCATTGCAGCG ACCTCCTCTTTCTTCACCARACCGGATCCTCTARCCCARCAGGATTARACTC : A 559
@ TICATCATTGCAGCGGCARGCATAATTCACCTCCTCTTTCTICACCARACCGGATCCTCTARCCCAACAGGATTAAACTCCARTCTTGATARAGTCTCTTTICA 559
TICATCATTGCAGCGGCAAGCATAATTCACCTCCTCTTTCTTCACCARACCGGATCCTCTAACCCARCAGGATTARACTCCAATCTTGATARAGTCTCTTTICA 559
® CCCTTCATCATTGCAGCGGCAAGCATAATTCACCTCCTCTTTCTTCACCARACCGGATCCTCTAACCCAACAGGAT TARACTCCAATCTTGATARAGTCTCTTTTCAC 559



