Fig.5

Sequence analysis of Cytochrome b (cytb) of LAH1

(The region of cytb to distinguish subspecies of Bufo in Fig.4)

®cytb sequence of Pelophylax nigromaculatus

https://www.ncbi.nlm.nih.gov/nuccore/KT878718.1

(@RCB1733 LAH1 Lot.1 :Result of distributed LAH1 cells (Lot.1): deposited as Pelophylax nigromaculatus origin
(®RCB1733 LAH1 TK :Result of LAH1 cells immediately after deposition

@cytb sequence of Bufo japonicas formosus

https://www.ncbi.nlm.nih.gov/nuccore/AB713498

@ 1 ATCTGCATCTACHTCCAC ciieTiracTaTeecTCcTRCcTRTR A ncaacBTean B THcGRCTRAT TecTeTcaTacccAcBecRTTRGTAGECTAGTCcTCCcclTeeccaraTiTcTTTCTGR 150
(@ 1 ATCTGCATCTACCICCA ATGTACTATGGCTCCTICCTATICARAGAGAC TIGARAT T CGGGGT TATICTCCTATTTCTGGTCATAGCCACAGCATTCGTAGGCTACGTCCTCCCATGGGGACARRTGTCTTTCTGA 150
1 ATCTGCATCTACCTCCAC ARTGTACTATGGCTCCTTCCTATTCARAGAGACTTGARATET CGGEETTATTCTCCTATTICTGETCATAGCCACAGCATTCGTAGGCTACGTCCTCCCATGGGGACARATGTCTITCTGA 150
@ 1 ATCTGCATCTACCTCCAC AATGTACTATGECTCCTTCCTATTCARAGAGACTTGARATITCGGGETTATTCTCCTATTTCTGETCATAGCCACAGCATICGTAGGCTACGTCCTCCCATGGGGACARATGTCTITCTGA 150
@ 151 ceEecEacBeTEaTRACERRC CA EGGI:EG ARC rﬂqrr ATGRATRTGAGERGECTTETCRe e A cancecBaACECTRACECGRT TR T TRACAT TR CACTTCATHE TR CCETTTATHATTGCAGE 300
% 151 GGGGCAACCGTAATCACARACC ATTGGAACCGAACTTGTICAATGARTCTGAGGCGGCTTTTCGGTCGACAACGCARCTCTAACACGGTTTTTCACATITCACTICATCTTACCATTTATCATTGCAGGC 300

151 GGGGCAACCGTAATCACARACC : ATTGGAACCGAACTTGTTCAATGART CTGAGGCGECTTTTCGETCGACAACGCAACTCTARCACGGTTTTTCACATITCACTTCATCTTACCATTTATCATTGCAGGC 300
@ 151 GGEGCAACCETAATCACARACC CCGCCCCCTACATTGGAACCGAACTTGTTCAATGAATCTGAGGCGECTTTTCGGTCGACAACGCAACTCTAACACGETTTTTCACATTTCACTTCATCTTACCATTTATCATTGCAGES 300
® s01 cfEEraTE@irEcaccTRoTE crzacfcerocTogracocBacacclo TR i - Brac BTG g e TR CETTRC ACBCcTAC TR TorafraBenccTBreecir TR TTAToR TG ccTHeCclel 450
@@ 301 GCCTCTATACTICACCIC ARACAGGATCCTCCARCCCGACAGGCCTTARCCCCAACRTCACARGATCCCCTTCCACGCCTACTACTCCTACARAGACCTCTTCGGTTTCGCARTTATGCTIGCTCTCCTIGECCTC 450
301 GCCTCTATACTTICACCIC CARACAGGATCCTCCAACCCGACAGGCCTTAACCCCAACHTCGACAAGATCCCCTTCCACGCCTACTACTCCTACARAGACCTCTTCGETITCGCARTTATGCTTGCTCTCCTTGCCCTC 450
@ 301 GCCTCTATACTICACCTCC TCARACAGGATCCTCCAACCCGACAGGCCTTAACCCCARCETCGACAAGATCCCCTTCCACGCCTACTACTCCTACARAGACCTCTTCGETTTCGCAATTATGCTTGCTCTCCTIGCCCTC 450
@ 431 '=I'='r::A::T1“G::;::Em pEccacacaafrrTacaccBecgracceacticTiacocBocEcacaTiaacccacaBrenTacTTcBTRTTCecETAGCcCATCCTTCGCTCAA TR CCBRac 22 2lTRGGRGEHGTC 600

451 TIGTCCACCTTCGCCCCC C ATCCAGACAACTTTACACCCGCCARCCCACTAGTCACCCCACCACACATCARGCCAGAGTGATACTICTTATTCGCTTATGCCATCCTTCGCTCARTTCCARACARACTGGGCGGAGTC 600
% 451 TIGIC A “TTCGCCCCC ATCCAGACAACTTTACACCCGCCAACCCACTAGTCACCCCACCACACATCARGCCAGAGTGATACTICTTATTCGCTTATGCCATCCTTCGCTCAATTCCARACARACTGGGCGGAGTC 600
@ 451 TIGTCCACCTTCGOCCCC ATCCAGACAACTTTACACCCGCCAACCCACTAGTCACCCCACCACACATCAAGCCAGAGTGATACTTCTTATTCGCTTATGCCATCCTTCGCTCAATTCCARACAAACTGGGCGGAGTC 600
® 601 ErEccEcTEETRETCTCRATER TH.EI__IFTTE BrrcocitmrgcacacBreTanncieccifccotiaTRTTRCcEc i Eecan s e cTToTIE TR B cAac Ta TG ccanfa cRSS caTTo TRACITGBAT CaGGGERE AR 750
% 601 TTAGCTCTTTTATICTCTATTATARTCCTATTCCTCATGCCCTTCCTCCACAC T TARACAACGAACCCTRTGTTCCGRCCTTTGGCARAACTCTTCTTTIGAACACTAGTAGC CAACACCCTCATICTARCCTGARTCGGGGGTCAR 750

601 TTAGCTCTTITTATICTCTATTATAATCCTATTCCTCATGCCCTTCCTCCACACCTCTARACARCGARCCCT@ATGTTCCGGCCTTTGGCARAACTCTICTTTTGAACACTAGTAGCCARCACCCTCATTCTAACCTGAATCGGGGGTCAR 750
@ 601 TTAGCTCTITIATICTCTATTATAATCCTATTCCTCATGCCCTTCCTCCACACCTCTARACAACGAACCCTRATGTTCCGGCCTTTGGCAARACTCTICTTTTIGAACACTAGTAGCCAACACCCTCATICTARCCTGARTCGGGGGTCAR 750
@® 751 ccrcTcancy __=TTBTE,.EHTT caafitlceeTe ACTTRCTRATCTTRETCETTRTTATCCCRRge 831
@ 751 CCAGTAGARAGACCCATTCGTCATAATTGGCCAACTAGCCTCTATCTCCTACTTCCTAATCTTCATCATITTTATCCCCCTC 831
751 CCAGTAGARGACCCATTCGTCATAATIGGCCAACTAGCCTCTATCTCCTACTICCTARTCTICATCATTITTATCCCCCTC 831
@ 751 CCAGTAGAAGACCCATTCGTCATAATTGGCCAACTAGCCTCTATCTCCTACTICCTAATCTTCATCATTTITATC 831



