Fig.2 Hepa-T1

OCOI sequence of Tilapia  https://www.ncbi.nlm.nih.gov/nuccore/GU238433.1
(@QRCB1156 Hepa-T1 Lot.1 :Result of distributed Hepa-T1 cells (Lot.1)
(®RCB1156 Hepa-T1 TK :Result of Hepa-T1 cells immediately after deposition
@RCB1155 Hepa-E1 Lot.1 :Result of Hepa-E1 cells derived from Eel (Lot.1)
(®COI sequence of Eel  https://www.ncbi.nlm.nih.gov/nuccore/AB038556.2

BACCCTETATCTAGTATTTGGTGCHTGAGCCGGAATAGTRGGAACHGCARTARGCC

CCCTATATCTAGTATTTGGTGCCTGAGCCGGAATAGT TGGAACCGCACTARGCCTTCTAATCCGTGCCGARTTAAGTCARCCAGGCG
CCTATATCTAGTATTTGGTGCCTGAGCCGGAATAGT TGGAACCGCACTARGCCTTCTAATCCGTGCCGAATTAAGTCAACCAGGCG
CTATATCTAGTATTIGGTGCCTGAGCCGGAATAGTTGGAACCGCACTARGCCTTICTAATCCGTGCCGARTTAAGTCAACCAGGCG
TACCCTATATCTAGTATTTGGTGCCTGAGCCGGAATAGTTGGAACCGCACTARGCCTICTARTCCGTGCCGARTTARGTCAACCAGGCG

TTTCTTTATAGTAATECCARTRATAATTGGAGGRTTTeGRRAC TR TReTecclleTanTeATRG6ccRc cacaCAT e RTTR (|
TTTCTITATAGTAATACCAGTAATAATTGGAGGATTTGGCAACTGGCTCGTGCCGTTARTGATCGGCGCCCCAGACATAGCATTT
TTTCTTTATAGTAATACCAGTAATAATTGGAGGATTIGGCAACTGGCTCGTGCCGTTAATGATCGGEG CAGACATAGCATIT
TITCT T AT AGT AT ACCAGT AR T A A TTGGAGGATTIGG AR CTGGCTCGTGC CGTTARTCGAT CGGCGCCCCRAGACATAGCATIT
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g% 301 BeGGGTEGANGCRIGEGECCGETAC AGaﬂTGEA"EaIETAT’""’ cTEccRecEanReTEccceATeCceBEcRTC e TTCACH IR CBATCTIRTC B e TR AR T B C G eI BT CAT CRA TR T AGGRGCATTAATTTTATTAC
301 AGGGGTAGAAGCTGGGGCCGGTACAGGTTGAA CTAGCTGGAAACTTAGCCCATGCCGGAGCATCTGTTGACCTGACAATCTTTTCACTTCACCTIGCAGGGATTTCATCAATCCTAGGGGCCATTAATTTTATTAC
(3 301 RAGGGGTAGAAGCTGGGGCCGGTACAGGTTGRACCGTATATC CTAGCTGGARACTTAGCCCATGCCGGAGCATCTGTTGACCTGACARTCTTTICACTICACCTTGCAGGGATTTCATCAATCCTAGGGGCCATTAATTTTATTAC
@ 301 AGGGGTAGAAGCTGaGECCaaTACAGETTGAACCTATATCCTCC T TG TGEARACTTAGC CCATGCCGRAG AT CTGTTGACCTGACAAT CTTTTCACTICACCTTIGCAGGEATTTCATCART CCTAGGEGCCATTAATTTTATTAC
15 301 AGGGGTAGAAGCTGGGGCCGETACAGGTTGARCCGTATATCCTCCTCTAGCTGGARACTTAGCCCATGCCGGAGCATCTGTTGACCTGACARTCTTTTCACTTCACCTTGCAGGGATTTCATCARTCCTAGGGGCCATTARTTTTATTAC
451 BacBarTarTasBatRasBccBocTeccaTifycBcaBrafcanncRecBeTirTTeTAaTCARCBeTIRT AT TACCecReTRcTACTRCc TR TATCCC BcTRcTRGCEGCEccRATEACAATACTTCTARCRIGACCGARASETARA
451 TACAATTATTAATATGAAGCCGCCTGCCATTACACAGTACCAAACCCCACTGTTTGTATGAGCTGTTTTAGTTACCGCTGTTCTACTACTICTATCCCTGCCAGTCCTAGCTGCAGGTATTACAATACTTCTAACTGACCGARATTTARR
451 TACAATTATTARTATGAAGCCGCCTGCCATTACACAGTACCAAACCCCACTGTTTGTATGAGCTGTTTTAGTTACCGCTGTTCTACTACTTCTATCCCTGCCAGTCCTAGCTGCAGGTATTACAATACTTCTAACTGACCGARATTTARA

CTGCCAGTCCTAGCTGCAGGTATTACAATACTICTARCTGACCGARRTTTAAR
;TE:jAGICvTAGTTGCAGGTATTAZAATACTTTTAACTGA:ZGAAATTTAAA
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