6 LAH2, LAH3 @ Cytochrome b (cytb) EEFD>—II >R
(MU BHITIVDEEZHI BT DI CHVEcytbifls; - B4 S8])

OMJBIHIIWE N BIHIIEEcytb>—II >R  https://www.ncbi.nim.nih.gov/nuccore/KT878718.1

@RCB1735 LAH2 Lot.1 :LAH2iZ{tHifE (Lot.1) DREAER (M UIAHITIVE N/ YIHIIIIEE UTEHF)

®RCB1735 LAH2 TK :&HFEEEOLAH2MIDEERER

@RCB1734 LAH3 Lot.1 :LAH3#E#t#li2 (Lot.1) ORBRER (M BIBITIEHIII B TIVEFITVHILI L TIVEELE UTHE)
®RCB1734 LAH3 TK :&HfEEEZOLAH3MRDERER

® M UIBITIIEBFIVIBIINEFIVHILIH I EiEcytbS>—II >R  https://www.ncbi.nlm.nih.gov/nuccore/AB980777.1

TCGGRG

@ 1ot GRGTCTGCTTAATTGCBCARATCGCCACCGGCTTATICCTAGCCATG ARACAGCCGARACATCCCIGCATTETCATCTATTGCCCABATCTG GTT GGETGACTCCTACGARACCTICABGCCAA 150
@ 1ccT 3TCTGCTTAATTGCTCARATCGCCACCGGCTTATICCTAGCCATGCACTACACAGCCGACACATCCCTTGCATTTICATCTATTGCCCATATCTG GTT GGTTGACTCCTACGARACCTICATGCCAR 150
1 ccT 3TCTGCTTARTTGCTCAAATCGCCACCGGCTTATTCCTAGCCATGCACTACACAGCCGACACATCCCTTGCATITTCATCTATTGCCCATATCTG GTT GGTTGACTCCTACGARACCTICATGCCAA 150
@ 1ot TCTGCTTAATTGCTCARATCGCCACCGECTTATTCCTAGCCATGCACTACACAGCCGACACATCCCTTGCATTTICATCTATTGCCCATATCTG GTT GGTTGACTCCTACGABRACCTTCATGCCAA 150
1 ccT TCTGCTTAATTGCTCARATCGCCACCGGCTTATTCCTAGCCATGCACTACACAGCCGACACATCCCTTGCATITTCATCTATTGCCCATATCTG GTTZ GGTTGACTCCTACGARACCTTCATGCCAA 150
@ 1 T T TTAATTGCTCRARATCGCCACCGGCTTATTICCTAGCCATGCACTA AGCCGRCACAT TTIGCATTTTCAICTATIG ATATCTG GTTA GGTTGACTCCTACGRRACCTTCATGCCAR 150
@ 151 CGGCGCATCTTTRITCTIRATCTIGCATCTACTTICCACATT 3GTCTHTACTARGGCTCCTACCT GGCGT TR TERTGHTEETAGT ACEGCCTTTGTAGGCTARGTCCTCCCTIG 300
% 151 CGGCGCATCTITCITCTTCATCTGCATCTACTTCCACATT TCTCTACTACGGCTCCTACCT GGCGTTGTICTACTGCTTITAGT ACTGCCTTTGTAGGCTACGICCTCCCTTG 300
151 CGGCGCATCTTTCTTCTTCATCIGCATCTACTTICCACATT GTCTCTACTACGGCTCCTACCT GGCGTTGTTCTACTGCTTTTAGTC? ACTGCCTTTGTAGGCTACGTCCTCCCTTG 300

@ 151 CGGCGCATCTITCTICTTCATCTGCATCTACTICCACATT TCTCTACTACGGCTCCTACCT GGCGTTGTTCTACTGCTTTTAGTC? ACTGCCTTIGTAGGCTACGTCCTCCCTIG 300
(8 151 CGGCGCATCTTTCTTCTTCATCTGCATCTACTTCCACATT TCTCTACTACGGCTCCTACCT GGCGTTGTTCTACTGCTTTITAGT CACTGCCTTTGTAGGCTACGICCTCCCTTG 300
151 CGGCGCATCTITCITCTTCATCTIGCATCTACTICCACAT GTCTCTACTACGGCTCCTACCT TGGCGTTGTICTACTGCTTTTAGT ACTGCCTTTGTAGGCTACGTCCTCCCTTG 300
) TG ACAGTCATTACEAANCTRCTATCAGCCG TACATCGGCCCAG AGGH TCAGTAGACAACGCEACCCTCACCCGRTTCTIRACATTECACTTCATRCT 450
TG ACAGTCATTACTAACCTICTATCAGCCG TACATCGGCCCAG LGGG TCAGTA GCTACCCTCACCCGGTTICTTCACATTTCACTICATCCT 450

% TG CRCAGTCATTACTRRCCTTICTIATCAGCCG TACATCGG LGE AGGGE CTCAGTR GCTRACCCTICR GGTTCTTCACATTITCACTTCATCCT 450
@ T ACAGTCATTACTAACCTTCTATCAGCCG TACATCGGCCCAG! AG TCAGTA GCTACCCTCACCCGGTTCTTCACATTTCACTTICATCCT 450
®) TGA( ACAGTCATTACTAACCTTCTATCAGCCG TACATCGGCCCAGAT A£G TCAG AACGCTACCCTCACCCGGTTCTICACATTTCACTICATCCT 450
TGAGGCGCCACAGTCATTACTAACCTTCTATCAGCCG TACATCGGCCCAGATCTAGTTCAATGAATTTGAG TCAGTAGACAACGCTACCCTCACCCGGTTCTICACATITCACTICATCCT 450
@ 451 TT AG ACCTRCTCTTTCTICA BecEr TERACoN 7 e TCTTTTCA 559
451 CCCCTT 1G ACCTCCTCTTTCTTICA CCGGAT AATCTTG TCTTTTCAC 559

% 451 T 3G ACCTCCTCTTTCTICA GGAT ARTCTTG TCTTTTCA 559
@ 451 TT AG ACCTCCTCTTICTICA GGAT ARTCTTG! TCTTTTCA 559
® 451 TT AG ACCTCCTCTTICTICA GGAT AATCTIG TCTTTICA 559
® 451 TT AG ACCTCCTCTTTCTICA GGAT AATCTIG TCTTTICA 559




