5 LAH1 @ Cytochrome b (cytb) EE=FDS—IVI >R
(EFHTITIIDEEZHIRIT DI CAHVZcytbifls : B4 S18)

ORI BIATIIVE N BIHIIIiEcytbS—OI >R https://www.ncbi.nim.nih.gov/nuccore/KT878718.1

@RCB1733 LAH1 Lot.1 :LAH1iZ{##ilE (Lot.1) OREBEFER (M UIHIIEN/BIHIIIEE U TEE)

®RCB1733 LAH1 TK :HFFEEZODOLAH1RDEERIER

@eFHIIEZR>OEFHIINEFAVEFH IV EiEcytbS—I I > X https://www.ncbi.nlm.nih.gov/nuccore/AB713498

@ 1 cEccHETRTACTATGGCTCCTRC B TERTET TR TR TCATAGCCACBGC BT THGTAGGCTARGTCCTCC . 150
@ 1 GGACGAGGAATGTACTATGGCTCCTT TATTTCTGGTCATAGCCACAGCATTCGTAGGCTACGTCCT . 150
1 GGACGAGGARTGTACTATGGCTCCTIC TATTTCTGGTCATAGCCACAGCATTCGTAGGCTACGTCCTC 150
@ 1 “GGACGAGGAATGTACTATGGCTCCTIC “CTATTTCTGGTCATAGCCACAGCATICGTAGGCTACGTCCTC L 150
@ 131 TecTrcBeccecccccTacaTEececBe B TRGTTCAATGAR TG BereacancecBackeTRACECGRTTRTTRACATTECACTTCATHETHCCRTTTATHATTGCAGER 300
% 151 TICTCTCTGCCG TACATIGGAACCGAACTTGTTCAATGAATCTG! GGTCGACAACGCAACTCTAACACGGTITTTCACATITCACTTCATCTTACCATTTATCATIGCAGGC 300

151 TTICTCTCTGCCG TACATTGGAACCGAACTIGTTCAATGAATCTGAGECGGCTTTTCGGTCGACAACGCAACTCTAACACGGTTITTCACATTITCACTTCATCTTACCATTTATCATTGCAGGC 300
@ 151 TTCTCTCTGCCGC TACATTGGAACCGAACTTGTTCAATGAATCTGAGGCGECTTTTCGETCGACAACGCARCTCTAACACGGTITTTCACATITCACTTCATCTTACCATTTATCATTIGCAGGEC 300
® s01 cofEEraT@EcaceTRoTETTRETRC 22 cecETecTogrncecla cacccTa TeErccclT TG TTATCRTRGE g s cTRGCClel 450
(@ 301 GCCTCTATACTTICACCTCCTATICTTACATCARACAGGATCCTCCAACCCGA ACGCCTA TCTTCGGTTICGCARTTATGCTIGCTCTCCTIGCCCTC 450
301 GCCTCTATACTTCACCICCTATTICTIACATCARACAGGATCCTCCARCCCGA ACGCCTA TCTTCGGTTICGCARTTATGCTIGCTCTCCTIGCCCTC 450
@ 301 GCCTCTATACTICACCTCCTATTCITACATCARACAGGATCCTCCAACCCGR CACGCCTAC CTCTTCGGTTTCGCAATTATGCTTGCTCTCCTTGCCCTC 450
@® 451 ErErccaccrroccccc@raccTEoTRGERGAECCAGACARRTTTACACCHGCRRAC GCCAGRATGR CATCCTTCGCTCAATECCEAACARR 2 - 600
(@ 451 TIGTCCACCTICG ARCCTCCTGGGTGATCCAGACAACTTTACACCCGCCAR G GTG ATCCTTCGCT - 600
451 TTGICCACCTICG AACCTCCTGGGTGATCCAGACAACTITACACCCGCCAR G GIG ATCCTTCGCT 600
@ 451 TTGICCACCTTCGCCCCCAACCTCHIGGGTGATCCAGACAACTTITACACCCGCCAAC GCCAGAGIG “ATCCTTCGCTC - 600
@ 601 ErEccEcTETRETCTCRRTE AT ETCCTRT TR TRA TG CRR TR TR AcacRTcTAR A CRECG ::'IE.&.IQTIE:SE SccarnnecTroTTTC2BcAc TR TR ccaa@a S caTTCTEACRTGBATCGGEGEECRAR 750
% 601 TTAGCTCTTTTATICTCTATTATARTCCTATTCCTCATGCCCTTCCTCCACACCTCTARRCARCGRACCCTRATGTTCCGGCCTTTGECARAACTCTICTTTTGAACACTAGTAGCCARCACCCTCATTCTAACCTGAATCGGGGGTCAR 750

601 TTAGCTCTITTATTCICTATTATAATCCTATTCCTCATGCCCTTCCTCCACACCTCTARACARCGAACCCTEATGTTCCGGCCTTTGECARAACTCTTCTTTTGAACACTAGTAGCCARCACCCTCATTCTAACCTGARTCGGGGGTCAA 750
@ 601 TTAGCTCTTITTATICTCTATTATAATCCTATTCCTCATGCCCTTCCTCCACACCTCTARACAACGAR ,A'IE;TGTI CGGCCTTIGGCAANACTCTTCTTTTGAACACTAGTAGCCARCACCCTCATTCTAACCTGAATCGGGGGTCAR 750
@® 751 ccze g ST Tec 2B BT e T A C T T C TRATCTTRE T C BT TR T TATCC iRy e 831
@ 751 ccaG GTCATAATIGGCCAACTAGCCTCTATCTCCTACTTCCTAATCTTICATCATTTTTATC IC 831
751 CCAG TCATAATTGGCCAACTAGCCTCTATCTCCTACTICCTAATCTICATCATITTITAT T 831
@ 751 cCaG TCATAATTGGCCAACTAGCCTCTATCTCCTACTTCCTAATCTTCATCATTTTTATCCCCC 1« 831




